Personalized medicine, precision medicine, or genomic medicine, regardless of the name, is focused on tailoring health care to individual preferences, lifestyle, environment, and genetic variability. This approach aims to treat the whole person based on their differences from other patients rather than focusing on similarities in pathology and symptoms. The move toward personalized medicine has escalated in recent years due to accelerations in technologic advances and informatics and increased knowledge of individual genetic and genomic variability. Nurses are at the forefront of this movement, as we have always treated individuals rather than diseases and symptoms. The number of nurse-driven research projects that include genetic or genomic data is increasing exponentially with a focus on translation to the patient. As precision medicine becomes a reality, genetic and genomic concepts will be relevant not only to nurse researchers but also to educators and clinicians at all levels. The goal of the Primer in Genetics and Genomics (PGG) series that ends with the current issue of Biological Research for Nursing (BRN) was to educate all nurses on genetic, genomic, and epigenetic concepts relevant to nursing science and practice. The PGG series was conceived through collaboration between leadership of the International Society of Nurses in Genetics (ISONG) and the BRN editorial staff. As the guest editor for this series, I solicited articles from ISONG members actively conducting genetic or genomic research, working in genetic clinics, and teaching genetic and genomic concepts in nursing schools. Ultimately, we published seven articles covering the basics of genetics, genomics, and epigenetics with a focus on educating nurses.
The first article in the series, "DNA, Genes, and Chromosomes," explains the basic scientific tenets of gene transcription and translation and genetic and epigenetic mechanisms of variability including a historical review of how the science has developed in these areas (Dorman, Schmella, & Wesmiller, 2016) . The article defines deoxyribonucleic acid (DNA) and chromosomes and clarifies the relationships among DNA, genes, and chromosomes. A table of online genomics resources is included in this article to support future learning needs of readers. This initial article is an important resource for beginning nurse scientists, nursing students and faculty at all levels, and especially for the practicing nurse who may not have had previous exposure to the basics of genetics, genomics, and epigenetics.
The second article in the PGG series, "Advancing Nursing Research with Genomic Approaches: A Review of Methodological Considerations," focuses on genomics approaches in nursing research and provides relevant examples (Lee, Gill, Barr, Yun, & Kim, 2017) . This article also includes guidelines for the application of genomic technology in nursing research settings. It is excellent foundational content for the developing nurse scientist or the established nurse scientist without expertise in genetics and genomics.
In the third article in the series, "Explaining Human Diversity: The Role of DNA," the author discusses contributions of genetic variability to diversity and adaptability (Read, 2017) . This article describes types of variability and variation that are fundamental to health and disease states. It expands on the first article in the series to show the effects of genetic aberrancy at the DNA sequence, gene, and chromosome levels and how it contributes to both rare and common phenotypes. This article also discusses mutations in mitochondrial DNA that can lead to inherited conditions. The fourth article in the PGG series, "Inheritance Patterns," provides clear definitions and examples of Mendelian, nonMendelian, mitochondrial, and multifactorial inheritance (Aiello & Desaretz Chiatti, 2017) . With the rapid knowledge expansion in genomic science, the non-Mendelian patterns are more clinically relevant. Multifactorial inheritance, which incorporates the effects of multiple genes and environmental factors, contributes to common disease states. This article provides a table of resources for future learning and also presents standard pedigree nomenclature that fosters the use of consistent symbols for representation in pedigrees across health-care systems.
The fifth article in the series, "Further Defining the Concepts of Genotype and Phenotype and Exploring GenotypePhenotype Associations," provides an overview of genotypephenotype associations and examples of impactful nursing research on this topic (Wright & Fesselle, 2017) . The authors present a historical account of the concept of phenotype, clarify interactions between genotype and phenotype, and ultimately provide a framework for use of these associations in both nursing practice and research settings. The article also includes a table of publicly available databases that include genetic and phenotypic information.
In Article 6 of the series, "Basic Epigenetic Control," the authors provide an expanded, more detailed account of epigenetic concepts and markers (Fessele & Wright, 2018) . They expand on the epigenetic content in earlier articles and provide clinically relevant examples of health and disease states under epigenetic control. This article helps the reader understand non-DNA-based mechanisms of inheritance that impact development, health, and disease states.
Article 7, "Multifactorial Concepts: Gene-Gene Interactions," which appears in the current issue of BRN, provides an overview of concepts for understanding how multiple genes interact through epistasis to influence phenotype (Stanfill & Starlard-Davenport, 2018) . The article presents the forms of epistasis and specific statistical methodologies impacting research in this area, using the epistatic interactions that contribute to Alzheimer's disease pathology as an examplar. It also includes a table of resources for lifelong learning in this area.
Serving as the guest editor for this timely, important series of publications in BRN has been an extremely rewarding learning experience. We have put together an excellent resource for nurses in all settings as true precision medicine for all comes closer and closer to a reality. I am honored to have led this series and thank Dr. Sandra Daack-Hirsch, Past President of ISONG, for affording me this opportunity. I especially want to thank Dr. Carolyn Yucha, editor-in-chief, and Marnie Wiss, managing editor, of BRN for kindly guiding me through the process and ensuring an excellent product.
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